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Dear Susan,
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Thank you for asking me to collaborate with you on your proposed study, “Mechanisms and Predictors of Social
Connectedness in a Wild Primate Population.” I am very excited about the possibilities of working with you on
this project. As you know, two of my current research interests are in applying graphical models to analyses of
complex traits (my lab group is currently working on the etiology of cancer, sporulation in yeast, and sea urchin
morphological development), and in developing gene set methods applicable to genotype-phenotype mapping
(an extension of my previous work on using gene set approaches for gene expression analysis). Both the
proposed trait mapping analysis and the proposed time series analysis will represent interesting extensions of
Signature:
my work in these areas to a new system.
In particular, I am very interested in investigating possible parallels between this project and my work on
genetic influences on cancer progression. We have found that, while some pathways exert important influences
on prostate and colorectal cancer across all stages, quite commonly different pathways are implicated in earlier
stages of cancer than in late stages of cancer. Additionally, we have found that taking a pathway approach such
as the one you have proposed often increases our power to detect these relationships. Our results have
emphasized to us the importance of carefully modeling changes in dynamic traits through time, which is of
course also one of the goals of your study.
I look forward to continuing our previous collaboration by working with you on the statistical analyses
connected to this project. The long-term Amboseli baboon database, particularly the extensive data on social
interactions and phenotypic variation, is a truly unique resource, and I think the proposed work will yield some
very interesting and exciting results.
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